Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.033; wR factor = 0.086; data-to-parameter ratio = 14.2.
In the title compound, C 11 H 12 N 2 O 2 , the dihydropyrazole and benzene rings are oriented at a dihedral angle of 68.35 (5) . The dihydropyrazole ring is planar, with a mean deviation from the mean plane of 0.0409 Å . The crystal structure is stabilized by O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds. 
Related literature

Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2001) T min = 0.980, T max = 0.990 5606 measured reflections 1957 independent reflections 1579 reflections with I > 2(I) R int = 0.019 Refinement R[F 2 > 2(F 2 )] = 0.033 wR(F 2 ) = 0.086 S = 1.08 1957 reflections 138 parameters H-atom parameters constrained Á max = 0.20 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 2; Ày þ 1; Àz þ 2; (ii) Àx þ 3 2 ; y À 1 2 ; Àz þ 3 2 .
Data collection: SMART (Bruker, 2001); cell refinement: SAINT (Bruker, 2001); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: EZ2216).
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5-(2-Hydroxyphenyl
There has been much research interest in pyrazole derivatives due to their antibacterial bioactivities (Bekhita et al., 2004; Tanitame et al., 2004a; Tanitame et al., 2004b) . Dihydropyrazole-based derivatives have shown several biological activities as CB1 antagonists and tumor necrosis inhibitors (Dmytro et al., 2009; Need et al., 2006) . In this paper, we report the synthesis and crystal structure of 5-(2-hydroxyphenyl)-3-methyl-4,5-dihydropyrazole-1-carbaldehyde (I).
The title compound crystallizes in the centrosymmetric space group P2 1 /n. As shown in Fig. 1 
Experimental
To a solution of 4-(2-hydroxyphenyl)but-3-en-2-one (0.81 g, 5 mmol) in formic acid (10 ml 
Refinement
All the H atoms were placed in idealized positions (C-H = 0.93-0.97, O-H = 0.82 Å) and refined as riding with U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl H atoms and U iso (H) = 1.5U eq (O). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0282 (7) −0.0012 (5) 0.0051 (5) 0.0045 (5) C8 0.0249 (6) 0.0382 (8) 0.0407 (8) −0.0045 (5) 0.0117 (6) 0.0015 (6) C9 0.0383 (7) 0.0324 (7) 0.0306 (7) −0.0097 (6) 0.0183 (6) −0.0016 (5) C10 0.0383 (7) 0.0248 (7) 0.0203 (6) −0.0020 (5) 0.0092 (5) 0.0012 (5) 
